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IMI funding: 11 938 569 € -
‘.6 4000+
EFPIA in kind: 14 308 605 € 5 ol
5 9440 babies recruited (Dec. 2024 — Jun. 2026)
Total Cost: 26 247 174 € oo across participating birth centers
Project website: screen4care.eu
Social media: Initial results from the first babies enrolled in screening
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Early screening leads
directly to a more timely

diagnosis and immediate VALUE OF ”V” COLLABORAT'ON

access to life-changing
treatments Connecting Research, Care & Innovation
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The Genetic Newborn Screening Pipeline
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Screen4Care genetic newborn screening: the key to unlocking the gateway to genomic medicine
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